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S. Sakamoto, H. Hiraide, T. Mizuno, M. Minoda, N. Nagano, M. Suzuki, N. Iwakura,
A. Kashiro, S. Nara, C. Morizane, S. Hijioka, K. Honda, Y. Kagami, R. Watanabe,

1 |Y. Urano, and T. Komatsu*, “Platform of Single-Molecule Enzyme Activity-Based
Liquid Biopsy for Detection of Pancreatic Adenocarcinoma at Early Stages”,
bioRxiv (2025), & & (https://doi.org/10.1101/2025.08.07.669035)

S. Ishii, M. Minoda, T. Mizuno, T. Iwasaka, H. Kusuhara, K. Honda, Y. Urano*, and

5 T. Komatsu*, “Development of Single-Molecule Enzyme Activity Assay for Serine
Hydrolases Using Activity-Based Protein Labeling Probes”

Small Methods, 9, e01643 (2025), & H.
T. Komatsu* and T. Mizuno, “Single-Molecule Enzyme Activity Analysis for

3 | Illuminating Pathological Proteoforms”

ACS Central Science, 11, 1041-1051 (2025), &&xA.
R. Sawayama, M. Minoda, H. Kojima, T. Okabe, Y. Isayama, K. Kato, H. Nishimasu,
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ACS Sensors, 10, 664-670 (2025), BFHE.

M. Minoda, J. Hatakeyama, N. Nagano, T. Mizuno, T. Iwasaka, S. Shiga, K.

Takahashi, H. Hiraide, S. Sakamoto, Y. Kagami, A. Kashiro, K. Honda, Y. Sugiura,

K. Mishima, M. K. Mishima, H. Kusuhara, Y. Urano, and T. Komatsu*, “Single-
> Molecule Oxidoreductase Activity Analysis for Activity-Based Diagnosis Based on

Proteoform Alterations”

Journal of the American Chemical Society, 147, 4743-4751 (2025), B#A.
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6 Hijioka, A. Kashiro, K. Honda, R. Watanabe, Y. Urano, and T. Komatsu*,

“Identification of Activity-Based Biomarkers for Early-Stage Pancreatic Tumors in
Blood Using Single-Molecule Enzyme Activity Screening”
Cell Reports Methods, 4, 100688 (2024), &HH.
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K. Honda, Y. Kagami, R. Watanabe, Y. Urano, and T. Komatsu*,
“Development of single-molecule protease activity analysis
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Cell Biomaterials, under review
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T. Komatsu*, M. Minoda, T. Uchida, M. Hata, S. Kanai, H.
Hiraide, Y. Kagami, K. Honda, and Y. Urano*, “Solid-phase
synthesis of fluorogenic ProTide probes enables global analysis
of carboxypeptidase activities and reveals pancreatic-cancer-
specific enzyme activity signatures in blood”,

Nature Chemical Biology, under review
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M. Minoda, T. Mizuno, T. Iwasaka, H. Kusuhara, Y. Kagami, S.
Sakamoto, N. Nagano, C. Hori, K. Honda, Y. Urano, and T.
Komatsu*, “Synthesis based on covalent capture and release
(SCCR) for fully automated preparation of protease-activatable
chemical tools”,
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