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Rizk M, Rizg O, Oshima M, Nakajima-Takagi Y, Koide S, Saraya A, Isshiki Y, Chiba T,
Yamazaki S, Ma A, Jin J, Iwama A, Mimura N.
1 Akt inhibition synergizes with polycomb repressive complex 2 inhibition in the treatment of
multiple myeloma.
Cancer Sci. 2019 Dec;110(12):3695-3707. &F:dD
Nagao Y, Mimura N, Takeda ], Yoshida K, Shiozawa Y, Oshima M, Aoyama K, Saraya A,
Koide S, Rizq O, Hasegawa Y, Shiraishi Y, Chiba K, Tanaka H, Nishijima D, Isshiki Y,
Kayamori K, Kawajiri-Manako C, Oshima-Hasegawa N, Tsukamoto S, Mitsukawa S, Takeda
5 Y, Ohwada C, Takeuchi M, Iseki T, Misawa S, Miyano S, Ohara O, Yokote K, Sakaida E,
Kuwabara S, Sanada M, Iwama A, Ogawa S, Nakaseko C.
Genetic and transcriptional landscape of plasma cells in POEMS syndrome.
Leukemia. 2019 Jul;33(7):1723-1735. &FHD
Kawajiri-Manako C, Mimura N, Fukuyo M, Namba H, Rahmutulla B, Nagao Y, Togasaki E,
Shimizu R, Oshima-Hasegawa N, Tsukamoto S, Mitsukawa S, Takeda Y, Ohwada C,
Takeuchi M, Iseki T, Misawa S, Yokote K, Tsuiji M, Kuwabara S, Sakaida E, Kaneda A,
3 Nakaseko C.

Clonal immunoglobulin A light-chain gene rearrangements detected by next generation
sequencing in POEMS syndrome.
Am J Hematol. 2018 Sep;93(9):1161-1168. BFHHD
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17" International Myeloma Workshop
Ola Rizg, Naoya Mimura, Motohiko Oshima, Shuji Momose, Yaeko

Nakajima-Takagi, Kazumasa Aoyama, Atsunori Saraya, Tohru Iseki,
Emiko Sakaida, Chiaki Nakaseko, Yutaka Okuno, Hiroaki Honda,
Jun-ichi Tamaru, Yu-Tzu Tai, Kenneth C. Anderson, Atsushi Iwama
Cooperative impact of Utx loss and Braf V600E mutation induces
myeloma in mice
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60th ASH Annual meeting and Exposition
Ola Rizg, Naoya Mimura, Motohiko Oshima, Shuji Momose, Yaeko

Nakajima-Takagi, Kazumasa Aoyama, Atsunori Saraya, Tohru Iseki,
Emiko Sakaida, Chiaki Nakaseko, Yutaka Okuno, Hiroaki Honda,
Jun-ichi Tamaru and Atsushi Iwama

Utx Insufficiency Cooperates with Braf V600E in the Induction of
Myeloma in Mice
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2 80 MEARMRFRFMES
Ola Rizg, Naoya Mimura, Motohiko Oshima, Shuji Momose, Yaeko

Nakajima-Takagi, Kazumasa Aoyama, Atsunori Saraya, Tohru Iseki,
Emiko Sakaida, Chiaki Nakaseko, Yutaka Okuno, Hiroaki Honda,
Jun-ichi Tamaru, and Atsushi Iwama. Loss of Utx with Braf V600E
induces mature B-cell tumorigenesis in a conditional mouse model.
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The 9™ JSH international symposium 2018 in Kyoto
Ola Rizqg, Naoya Mimura, Motohiko Oshima, Syuji Momose, Yaeko

Nakajima-Takagi, Kazumasa Aoyama, Atsunori Saraya, Tohru Iseki,
Emiko Sakaida, Chiaki Nakaseko, Yutaka Okuno, Hiroaki Honda,
Jun-ichi Tamaru, and Atsushi Iwama.

Loss of Utx Cooperates with Braf V600E Mutation to Induce
Post-Germinal Center B-cell Disorders in Mice.
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