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Nature Medicine

Cardiomyocyte gene programs encoding morphological
functional signatures in cardiac hypertrophy and failure.
Nomura S, Satoh M, Fujita T, Higo T, Sumida T, Ko T, Yamaguchi T,
Tobita T, Naito AT, lIto M, Fujita K, Harada M, Toko H, Kobayashi Y, Ito
K, Takimoto E, Akazawa H, Morita H, Aburatani H, Komuro I.
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Journal of the American College of Cardiology
Genetic basis of cardiomyopathy and the genotypes involved in
prognosis and left ventricular reverse remodeling.
Nomura S, Tobita T, Fujita T, Morita H, Asano Y, Onoue K, Ito M, Imai
Y, Suzuki A, Ko T, Satoh M, Fujita K, Naito AT, Furutani Y, Toko H,
Harada M, Shiga T, Nakanishi T, Sakata Y, Ono M, Saito Y,
Takashima S, Hagiwara N, Aburatani H, Komuro I.
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Scientific Reports

Identification of MYLK3 mutations in familial dilated cardiomyopathy.
Tobita T, Nomura S, Morita H, Ko T, Fujita T, Toko H, Uto K,
Hagiwara N, Aburatani H, Komuro |
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Journal of Molecular and Cellular Cardiology
High-throughput single-RNA molecule imaging analysis
spatial heterogeneity of cardiomyocytes in stress response.
Satoh M, Nomura S, Harada M, Yamaguchi T, Ko T, Sumida T, Toko
H, Naito AT, Takeda N, Tobita T, Fujita T, Ito M, Kariya T, Takimoto E,
Akazawa H, Kobayashi Y, Aburatani H, Komuro I.
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Nature

Single-cell analysis of non-cardiomyocytes
regulator of cardiac homeostasis.

Ko T, Nomura S, Fujita T, Satoh M, Tobita T, Fujita K, Ito M, Toko H,
Harada M, Aburatani H, Komuro I.

reveals a critical
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Cold Spring Harbor Laboratory meeting “Single-cell analyses”
Single-cell analysis reveals the coordinated molecular and
morphological dynamics of cardiomyocytes in heart failure.
Nomura S, Aburatani H, Komuro |I.
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2018 4£ 8 A 25—29 | European Society of Cardiology Congress 2018

BEXFTE ESC-JCS Joint Symposium

Comprehensive targeted sequencing of cardiomyopathy in Japan and its
relation to phenotype

Seitaro Nomura




